[Primary structure of the transcription initiation region of the esterase S gene of Drosophila virilis].
The transcription initiation region of the gene for tissue-specific esterase S of D. virilis has been analysed. By means of high-resolution S1-mapping we located a set of transcription initiation points, two of them being major ones. The position of the major start points, but not the efficiency of their usage, does not depend on age, sex or strain of the flies. The transcription initiation region is sequenced. The region contains various motifs characteristic for eukaryotic promoters.